. Spatio-temporal expression of selected cytokinin metabolism genes during lateral root development. Figure S2 . Lateral root spacing is altered in mutants with a lower cytokinin status. Table S1 . Primers used for quantitative real-time RT-PCR.
. Spatio-temporal expression of selected cytokinin metabolism genes during lateral root development. Figure S2 . Lateral root spacing is altered in mutants with a lower cytokinin status. Figure S1 . Spatio-temporal expression of selected cytokinin metabolism genes during lateral root development. Staining pattern of reporter genes are shown from left to right starting with stage I LRP to emerged LR. The respective promoter is indicated in the upper left corner of each picture series. Pictures showing GUS analysis were obtained from 3-d-old seedlings. CKX6:GUS seedlings were stained with GUS reaction buffer for 1 hour and cleared. All other seedlings harboring promoter:GUS reporter genes were incubated overnight before clearance. Scale bars are 50 µM. Supplemental Table 1 . Primers used for quantitative real-time RT-PCR.
Gene name Primer sequence
5'-CCCTACTCATCTCCTAGCCA-3' 5'-GACTCGAAGTTGTTCGCTTG-3' GLV7 5'-GTTTCTCCTTTCGCTATTCACTTC-3' 5'-ATCATCAGTTTTCGTCCTCGT-3' GLV10 5'-TACAGCGTCTCGGTTTTCAC-3' 5'-TCAGTTATGGCGTGGAGG-3' GLV11 5'-TGGTACCCAAATTGCCAAGA-3' 5'-AGGGTTGCTATAATCGGCAG-3'
